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EDUCATIONAL QUALIFICATION

Qualification Year Major Subject Institution/ University
Post-Doc Sep 2013- Human Genetics Baylor College of Medicine,
June 2015 USA

PhD 2000-04 Biochemistry/Molecular Quaid-I-Azam University
Biology

MSc 1997-99 Biochemistry/Molecular Quaid-I-Azam University
Biology

BSc 1995-97 Botany, Zoology, Chemistry Punjab University

Professional Trainings & Workshops

% Received Postdoctoral training on Next Generation Sequencing (NGS) from Baylor
College of Medicine, Houston, USA (September 2013 to June 2015)

% Received training on ABI PRISM 310 DNA sequencer conducted by Applied Biosystems
at Dubai (2003).

% Received training on CEQ 8000 DNA sequencer and Product Applications conducted by
Beckman Coulter UK, Ltd from 25" July to 28™ July (2006).

% Agilent aCGH Workshop, Organized by Agilent and MD Anderson Cancer Center, (29™-
30" April, 2015), Houston, USA
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<+ Computational Biology Workshop, Organized by Sultan Qaboos University, 24" - 28"
January (2009), Muscat, Oman.

¢ Statistical Gene Mapping: Case-Control Association Data, Organized by Beijing
Institute of Genomics, Chinese Academy of Sciences, Beijing, 14™ -19™ June, (2009),

China.

% Protein Molecular Modeling and Docking Workshop Organized by University of Arid
Agriculture Rawalpindi, Pakistan, 23™ - 27 January, (2006).

Research Grants

Project Title Stat Amount Funding Agency | Duration
atus
Elucidating the Genetic Etiology }’;iv‘:;tli’aimr USD 86,400/ | National Institute | Aug 2023 to
of Intellectual Disability in Pakiston Year of Health, USA July 2028
African, Asian and European Side (5 year = (In Progress)
Families 432,000 $)
Elucidation of Genetic Players principal | Rs. 6352991/~ | Higher Education | 2018-2021
Responsible for Intellectual ¢ Commission (Completed)
Disability in Pakistani Families (HEC)
Molecular Genetic Studies of princioal | RS- 3706402/- | Higher Education | 2008-2010
Inherited Neurological Disorders Investli)gator Commission (Completed)
(HEC)

Characterization of Loci Co. Rs. Higher Education | 2005-2007
Responsible for Inherited Eye Principal | 4,936,800/- Commission (Completed)
Anomalies in Families of Pakistan | Investigator (HEC)

Research Supervision

Degree No Status Program

PhD Completed 09+01 | Supervisor + Co supervisor | Biochemistry

PhD In Progress 04 Supervisor Biochemistry

M.Phil Completed 88 Supervisor Biochemistry

M.Phil In Progress 05 Supervisor Biochemistry

Teaching

Course Title Credit Hours PhD/M Phil/BS

Enzymology 3 BS

Advances in Molecular Biology 3 MPhil/PhD

Gene Expression & Regulation 3 MPhil/PhD

High Throughput Sequencing Platforms & Applications | 3 MPhil/PhD

Genetics 3 BS




Awards & Honors

1. AR Shakoori Gold Medal in Biological Sciences for Year 2016 by Zoological
Society of Pakistan

2. Fellowship for participation in World Science Forum 2015 (WSF2015), (4™ to
7% November 2015) Budapest, Hungary

3. Research Productivity Award (RPA) for years 2004, 2005 and 2006, 2010, 2011,
2012, 2013 Pakistan Council for Science and Technology, Pakistan.

4. Pakistan Academy of Sciences Gold Medal in Biochemistry (2010).

5. BioVision 2011 Fellowship Award & TWAS travel grant for participation in
BioVision 2011 Life Sciences Forum, Lyon, France (26" -30™" March 2011).

Membership

1. Member American Society of Human Genetics
2. Member Pakistan Academy of Sciences

3. Pakistan Society for Biochemistry and Molecular Biology (PSBMB), Pakistan

Professional Experience

1. Tenured Professor (7" Oct 2016-To date)

Department of Biochemistry, Faculty of Biological Sciences
Quiad-I-Azam University
Islamabad, Pakistan.

2. Tenured Associate Professor (21t May 2011-6'" Oct 2016)
Department of Biochemistry, Faculty of Biological Sciences
Quiad-I-Azam University
Islamabad, Pakistan.

3. Assistant Professor on TTS (Aug 2007-20" May 2011)
Department of Biochemistry, Faculty of Biological Sciences
Quiad-I-Azam University
Islamabad, Pakistan.

4. Assistant Professor (1% Feb, 2005- Aug 2007)

Department of Biosciences
COMSATS Institute of Information Technology

Islamabad, Pakistan.
5. Lecturer Molecular Biology (20t Nov 2003- 31° Jan, 2005)

Department of Biosciences
COMSATS Institute of Information Technology

Islamabad, Pakistan.

6. Chairperson Biochemistry Department (August 2015 to July 2018)
Department of Biochemistry, Quaid-I-Azam University
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2014), San Diego, California, USA
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Homozygosity mapping and disease gene screening in Pakistani families with inherited
retinal dystrophies. Annual meeting of Association for Research in Vision and
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Human and Molecular Genetics Retreat (9" to 10™ January 2014) organized by Molecular
Genetics Department, Baylor College of Medicine, USA at Moody gardens, Galveston,
Texas, USA (Poster presentation).
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Pakistani Intellectual Disability Families. American Society of Human Genetics 63™
Meeting (22-26 Oct, 2013), Boston, USA

National Symposium on Biochemical and Molecular Basis of Human Diseases, organized
by University of Gujrat and Institute of Chemical and Biological Sciences, 17-18 May,
2012 (Invited Lecture entitled “Retinal and Neurological Disorders”).

National Conference on Trends in Biochemistry and Molecular Biology organized by
Department of Biochemistry and BAQI, 21 February, 2012. (Conference Secretary)

Rafig MA, Noor A, Mittal K, Wiane E, Kaufman L, Mikhailov A, Naeem F, Van
Schaftingen E, Nasir T, Ansar M, Ayub M, Vincent JB. Homozygosity Mapping in 7
Pakistani Intellectual Disability Families Identifies 3 New Autosomal Recessive Loci.
American Society of Human Genetics Meeting (October 11-15, 2011), Montreal,
Canada.

Vincent JB , Khan MA, Rafiqg MA, Noor A, Hussain S, Rupp V, Vincent AK, Flores J,
Ishak GE, Doherty D, Weksberg R, Ayub M, Windpassinger C, Ibrahim S, Ansar M,.
Identification of the tRNA methyltransferase gene NSUN2 as the gene for a new form of
autosomal recessive intellectual disability. American Society of Human Genetics
Meeting (October 11-15, 2011), Montreal, Canada.

UAAR/NCB Workshop on Biotechnology for Secondary School Teachers, University
of Arid Agriculture Rawalpindi, Pakistan, 5" - 9" January, 2006. (Invited Lecture).

International Thematic Workshop on the use of Bioinformatics in Genomic Research
organized by the COMSTECH and HEC at COMSTECH Secretariat, Islamabad, Pakistan,
19t — 2nd September, 2006.
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